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1. PCR (polymerase chain reaction) @4 7T =B X £&)5 8 : (a) step » (b) step > (c)
step° (FURAEXEZE)
2. There are two principal families of VNTR (variable number tandem repeats) : (d) and (e)

% | 27 © (total 35 pts, each 5 pts)
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Okazaki fragment

Difference between Prokaryota and Eukaryota
Reverse transcriptase

Single Nucleotide Polymorphism (SNP)
Intron and exon
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Complementary DNA (cDNA)

#5 %78 : (total 50 pts, each 10 pts)
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3% LA f5 B 3% 8 DNA replication process > €,#% leading strand -~ lagging strand & £ £ 2 @& F 915 A -
FHFAAZ@ET £ DNA 2B G % 4R eBE -

2.4 pBR322 § #% F B % G4k (ampicillin) $2 w38 £ (tetracycline) R EM AR - HE —KFH
Fl DNA » kA A RHIBEF A BB AORBEREMEAR R EZ T - FAARLE T Rt — A ENT R
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4. 353789 DNA-DNA hybridization &) & A &R # -
5. #5388 RNA interference (RNAi) F#f SR
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